On the Multi-Functionality of Elongator pp. 273--276
====================================================

The Elongator complex was initially described as a RNAP II-associated transcription elongation factor, but has been later shown to be involved a variety of different cellular activities. In this issue of *Transcription*, Glatt et al. provide an interesting summary of the recent developments in the field and discuss the implications for the proposed multi-functionality of Elongator.

tRNA Genes and TFIIIC as Chromatin Insulators pp. 277--284
==========================================================

In this issue of *Transcription*, Van Bortle and Corces review the role of tRNA genes and TFIIIC as chromatin insulators. The authors highlight recent findings providing evidence that tRNA genes function as chromatin insulators from yeast to humans. Though tRNA genes are capable of enhancer-blocking and barrier activities, new insights into the relationship between insulators and chromatin structure suggest that TFIIIC (which interacts with the B-box in tRNA genes) serves a complex role in genome organization.

c-Maf in Sensory Neuron Development pp. 285--289
================================================

The proto-oncogene c-Maf is an important transcriptional regulator in the differentiation of a number of cellular contexts, such as the eye and hematopoietic systems. Wende et al. discuss recent progress toward understanding c-Maf function in the nervous system.

Transcription in the Chloroplast: It's Not That Simple pp. 290--294
===================================================================

Chloroplast transcription is traditionally thought to be mediated by a basically cyanobacterium-derived system, due to the endosymbiotic origin of plastids. Nevertheless, Yagi and Shiina discuss recent studies that suggest the existence of a chloroplasts' hybrid transcription machinery containing non-bacterial proteins that have been newly acquired during plant evolution. The authors review chloroplast-specific non-bacterial transcription mechanisms by which land plant chloroplasts have gained novel functions.

Core Promoter-Selective Coregulators pp. 295--299
=================================================

The core promoter of eukaryotic genes is structurally and functionally diverse and contributes to the combinatorial control of gene-specific transcription. Martinez reviews recent findings identifying specific co-activators and architectural proteins that act as core promoter-specific basal cofactors for RNAP II, suggesting possible mechanisms for core promoter selectivity.

NanoRNA-Mediated Priming of Transcription Initiation pp. 300--304
=================================================================

Recent evidence suggests that RNA polymerase uses 2- to \~4-nt RNAs, termed nanoRNAs, to prime transcription initiation in *Escherichia coli*. Nickels explains how priming of transcription initiation with nanoRNAs represents a novel component of transcription start site selection and gene expression.

A Novel Arm of the Interferon Response pp. 305--309
===================================================

Interferon-stimulated transcription is thought to occur mainly through the action of the JAK/STAT pathway. However, recent findings revealed an additional PI3K/Akt-dependent pathway, which contributes to the regulation of a set of interferon-stimulated genes through the regulation of the transcriptional repressor EMSY. Ezell and Tsichlis provide an excellent review of this novel arm of the Interferon response.

H3K4 Methylation Revisited pp. 310--314
=======================================

In this issue of *Transcription*, Kusch discusses recent findings addressing the regulation and functions of H3K4 methylation. H3K4 methylation has become synonymous with transcription, but distinct states of H3K4 methylation have unique distributions and specialized roles in other chromatin-related processes.

Untangling a Transcriptional Network of Biofilm Formation pp. 315--322
======================================================================

*Candida albicans* is the most prevalent fungal pathogen of humans. Many infections caused by *C. albicans* are a direct consequence of its proclivity to form biofilms. Fox and Nobile review the recently identified transcriptional network that orchestrates the formation of biofilms in *C. albicans*. This review clarifies how biofilms are formed and how they acquire their special properties, providing useful information that may lead to improvements in preventing and treating biofilm-based infections.

Cancerous Inhibition of CIP2A Expression in Human Cancer Cells pp. 323--335
===========================================================================

Cancerous inhibitor of protein phosphatase 2A (CIP2A) has been identified as a proto-oncogene that is overexpressed in various types of human cancers. CIP2A acts by inhibiting protein phosphatase 2A-dependent destabilization of c-Myc, resulting in increased cell proliferation. In this issue, Pallai et al. have characterized the proximal promoter region of the human *CIP2A* gene in cervical, endometrial and liver carcinoma cells. The authors show that simultaneous Ets1 and Elk1 binding is essential for *CIP2A* basal expression in these cell lines.
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